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Supplementary data 1 

CLUSTAL 2.1 multiple sequence alignment 

 

 

EgHd3a_X2         ---------------CTAAAAGACCATAGCTAGGCCTAAAGTCTGTGTGCCAAGGTTGCT 

EgHd3a_X3         CAAATCTATCCATATCTAAAAGACCATAGCTAGGCCTAAAGTCTGTGTGCCAAGGTTGCT 

EgHd3a_X1         ------------TATCTAAAAGACCATAGCTAGGCCTAAAGTCTGTGTGCCAAGGTTGCT 

LOC105040685      CAAATCTATCCATATCTAAAAGACCATAGCTAGGCCTAAAGTCTGTGTGCCAAGGTTGCT 

                                 ********************************************* 

 

EgHd3a_X2         CATTAACCTTCTAAGCAAAAGCATCAAAGTCCCCACTTGTTCCCCTTCATTTTAATTACC 

EgHd3a_X3         CATTAACCTTCTAAGCAAAAGCATCAAAGTCCCCACTTGTTCCCCTTCATTTTAATTACC 

EgHd3a_X1         CATTAACCTTCTAAGCAAAAGCATCAAAGTCCCCACTTGTTCCCCTTCATTTTAATTACC 

LOC105040685      CATTAACCTTCTAAGCAAAAGCATCAAAGTCCCCACTTGTTCCCCTTCATTTTAATTACC 

                  ************************************************************ 

 

EgHd3a_X2         CCCTCTTCTCCTCATACTTCTCTGCCAGCAGCCTGTCTTTACCATAAGCTCCTAATTCTT 

EgHd3a_X3         CCCTCTTCTCCTCATACTTCTCTGCCAGCAGCCTGTCTTTACCATAAGCTCCTAATTCTT 

EgHd3a_X1         CCCTCTTCTCCTCATACTTCTCTGCCAGCAGCCTGTCTTTACCATAAGCTCCTAATTCTT 

LOC105040685      CCCTCTTCTCCTCATACTTCTCTGCCAGCAGCCTGTCTTTACCATAAGCTCCTAATTCTT 

                  ************************************************************ 

 

EgHd3a_X2         TTTTTCCTCGCCAGATGCACTCTTGGGAGGTAGGACTGATGCCAAGAGAAAGGGATCCTT 

EgHd3a_X3         TTTTTCCTCGCCAGATGCACTCTTGGGAGGTAGGACTGATGCCAAGAGAAAGGGATCCTT 

EgHd3a_X1         TTTTTCCTCGCCAGATGCACTCTTGGGAGGTAGGACTGATGCCAAGAGAAAGGGATCCTT 

LOC105040685      TTTTTCCTCGCCAGATGCACTCTTGGGAGGTAGGACTGATGCCAAGAGAAAGGGATCCTT 

                  ************************************************************ 

 

EgHd3a_X2         TGGTTGTGGGCAGGGTGATAGGAGATGTGTTGGATCCATTCATAAGAAGTGTACCCCTCA 

EgHd3a_X3         TGGTTGTGGGCAGGGTGATAGGAGATGTGTTGGATCCATTCATAAGAAGTGTACCCCTCA 

EgHd3a_X1         TGGTTGTGGGCAGGGTGATAGGAGATGTGTTGGATCCATTCATAAGAAGTGTACCCCTCA 

LOC105040685      TGGTTGTGGGCAGGGTGATAGGAGATGTGTTGGATCCATTCATAAGAAGTGTACCCCTCA 

                  ************************************************************ 

 

EgHd3a_X2         GGGTGATCTACAATTCGAGGGAGGTGGCCAATGGATGTGAGCTTAAACCCTCGGCTGTCG 

EgHd3a_X3         GGGTGATCTACAATTCGAGGGAGGTGGCCAATGGATGTGAGCTTAAACCCTCGGCTGTCG 

EgHd3a_X1         GGGTGATCTACAATTCGAGGGAGGTGGCCAATGGATGTGAGCTTAAACCCTCGGCTGTCG 

LOC105040685      GGGTGATCTACAATTCGAGGGAGGTGGCCAATGGATGTGAGCTTAAACCCTCGGCTGTCG 

                  ************************************************************ 

 

EgHd3a_X2         TTAACCGACCTAGGGTTGAGGTTGGAGGCACTGACCTCAGGACCTTCTACACCCTT---- 

EgHd3a_X3         TTAACCGACCTAGGGTTGAGGTTGGAGGCACTGACCTCAGGACCTTCTACACCCTT---- 

EgHd3a_X1         TTAACCGACCTAGGGTTGAGGTTGGAGGCACTGACCTCAGGACCTTCTACACCCTTGGTG 

LOC105040685      TTAACCGACCTAGGGTTGAGGTTGGAGGCACTGACCTCAGGACCTTCTACACCCTTGTAA 

                  ********************************************************     

 

EgHd3a_X2         ------------------------------------------------------------ 

EgHd3a_X3         ------------------------------------------------------------ 

EgHd3a_X1         ------------------------------------------------------------ 
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LOC105040685      GCCCATCTCTCTATTCCTCCCCTAGATGCATATCTTCTTGTAGGCTTACTATTCGATCTC 

                                                                               

 

EgHd3a_X2         ------------------------------------------------------------ 

EgHd3a_X3         ------------------------------------------------------------ 

EgHd3a_X1         ------------------------------------------------------------ 

LOC105040685      CTTGCAGAAGTGCTACTTTTGAGTTTGAATTTGGCGAAGCCCAGTCTCCCTATATATATA 

                                                                               

 

EgHd3a_X2         ------------------------------------------------------------ 

EgHd3a_X3         ------------------------------------------------------------ 

EgHd3a_X1         ------------------------------------------TTCTTAACGATGTGTTGC 

LOC105040685      TATTTTTTTCTATCATGGTGACATTTGGTAGTTCTTAGGGTGTTCTTAACGATGTGTTGC 

                                                                               

 

EgHd3a_X2         --ATTATGATAGACCCGGATGCTCCAAGTCCAAGTGACCCACACCTCAGGGAGTATTTGC 

EgHd3a_X3         --ATTATGATAGACCCGGATGCTCCAAGTCCAAGTGACCCACACCTCAGGGAGTATTTGC 

EgHd3a_X1         AGATTATGATAGACCCGGATGCTCCAAGTCCAAGTGACCCACACCTCAGGGAGTATTTGC 

LOC105040685      AGATTATGATAGACCCGGATGCTCCAAGTCCAAGTGACCCACACCTCAGGGAGTATTTGC 

                    ********************************************************** 

 

EgHd3a_X2         ACTG-------------------------------------------------------- 

EgHd3a_X3         ACTG-------------------------------------------------------- 

EgHd3a_X1         ACTG-------------------------------------------------------- 

LOC105040685      ACTGGTAAGCACCCGCCGAAAAGAGTTGTACTCATCGGGAAGCCATGAGTATATTTCCTT 

                  ****                                                         

 

EgHd3a_X2         ------------------------------------------------------------ 

EgHd3a_X3         ------------------------------------------------------------ 

EgHd3a_X1         ------------------------------------------------------------ 

LOC105040685      TTGCATTACTTTGAGGATTTGTATTTTACTATTGGGTCAGACTTCACTCGCATGCTAGGT 

                                                                               

 

EgHd3a_X2         ------------------------------------------------------------ 

EgHd3a_X3         ------------------------------------------------------------ 

EgHd3a_X1         ------------------------------------------------------------ 

LOC105040685      AGAGAAGGGCGAGGAAGAGAAGAGAATGTGTAACCAAACTCCACAAATCTTTTATTAAGC 

                                                                               

 

EgHd3a_X2         ------------------------------------------------------------ 

EgHd3a_X3         ------------------------------------------------------------ 

EgHd3a_X1         ------------------------------------------------------------ 

LOC105040685      AACCAAAATAATCTAGTGCAAACTCAACCCTAGATCTAGCCTTCCAAATCCGACTGAAAA 

                                                                               

 

EgHd3a_X2         ------------------------------------------------------------ 

EgHd3a_X3         ------------------------------------------------------------ 

EgHd3a_X1         ------------------------------------------------------------ 

LOC105040685      TAGAAAACGTGGCCCAAAAATCAAAAAATATGTATATCTAGGACTATTCGACTGCAAAAT 

                                                                               

 

EgHd3a_X2         ------------------------------------------------------------ 

EgHd3a_X3         ------------------------------------------------------------ 

EgHd3a_X1         ------------------------------------------------------------ 

LOC105040685      TCGAAAATTAGGCCCTTCGGTACAGTTCATCTAACCATGCAAATTATATCAGAAATATGC 

                                                                               

 

EgHd3a_X2         ------------------------------------------------------------ 

EgHd3a_X3         ------------------------------------------------------------ 

EgHd3a_X1         ------------------------------------------------------------ 

LOC105040685      CTTCAGTTTATATGGTTTAGTTCTAACAGAAACTTGAGTTCTTTGGATATATGAAAAGCT 

                                                                               

 

EgHd3a_X2         ------------------------------------------------------------ 

EgHd3a_X3         ------------------------------------------------------------ 

EgHd3a_X1         ------------------------------------------------------------ 
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LOC105040685      CGACTACCCAATTGCCGAGAAGCTAATTCTAATCCTAAGCCCAGTATGAGATCTAGGAGA 

                                                                               

 

EgHd3a_X2         ------------------------------------------------------------ 

EgHd3a_X3         ------------------------------------------------------------ 

EgHd3a_X1         ------------------------------------------------------------ 

LOC105040685      AGAGAAGCATATTGCTTGGCAGAATCAAACTTTAATCATGTACTTCTCATCTTAACTAGG 

                                                                               

 

EgHd3a_X2         ------------------------------------------------------------ 

EgHd3a_X3         ------------------------------------------------------------ 

EgHd3a_X1         ------------------------------------------------------------ 

LOC105040685      CTACTTTATATGCTTCAAACCATTGCTCCGTCCTGCACTTGTCAGAGAAAAGGATACATT 

                                                                               

 

EgHd3a_X2         ------------------------------------------------------------ 

EgHd3a_X3         ------------------------------------------------------------ 

EgHd3a_X1         ------------------------------------------------------------ 

LOC105040685      TGCCTCCATAATACAAATACACATGCACCAAAAACATTGCAGAAACGTCACCGAATCCCT 

                                                                               

 

EgHd3a_X2         ------------------------------------------------------------ 

EgHd3a_X3         ------------------------------------------------------------ 

EgHd3a_X1         ------------------------------------------------------------ 

LOC105040685      AATTATGAAATTGCACTTCCAATCTTTCAAAAACTTCCATGGATCCAAAGCTAATAATCA 

                                                                               

 

EgHd3a_X2         ------------------------------------------------------------ 

EgHd3a_X3         ------------------------------------------------------------ 

EgHd3a_X1         ------------------------------------------------------------ 

LOC105040685      GCTCTATCCTTAAGCTTCTCTTGTGAAGTTTTTGTATACGCACTAATGTGATCTACGCTG 

                                                                               

 

EgHd3a_X2         ------GTTGGTCACGGATATCCCGGCAACGACTGGAGCTGCCTACG------------- 

EgHd3a_X3         ------GTTGGTCACGGATATCCCGGCAACGACTGGAGCTGCCTACGCCAA--------- 

EgHd3a_X1         ------GTTGGTCACGGATATCCCGGCAACGACTGGAGCTGCCTACG------------- 

LOC105040685      CTGTAGGTTGGTCACGGATATCCCGGCAACGACTGGAGCTGCCTACGGTAAGATCACAAG 

                        *****************************************              

 

EgHd3a_X2         ------------------------------------------------------------ 

EgHd3a_X3         ------------------------------------------------------------ 

EgHd3a_X1         ------------------------------------------------------------ 

LOC105040685      AACCAAAAACGATAAGTCCTCCTAAGTGGATCAGGTTATCATTTAGCTTCTTGCTGCCTG 

                                                                               

 

EgHd3a_X2         ------------------------------------------------------------ 

EgHd3a_X3         ------------------------------------------------------------ 

EgHd3a_X1         ------------------------------------------------------------ 

LOC105040685      TGTTTCCGACAGTGGGATCAAAATGCCTCATTCACTACTAATTTAATCACCTACGTTTCA 

                                                                               

 

EgHd3a_X2         ------------------------------------------------------------ 

EgHd3a_X3         ---------------ATAAAAAAAACGCGTGTCGTCGCAGAAGAATGATTGGCAGGCCTG 

EgHd3a_X1         ------------------------------------------------------------ 

LOC105040685      ACATTTTACAGCCAAATAAAAAAAACGCGTGTCGTCGCAGAAGAATGATTGGCAGGCCTG 

                                                                               

 

EgHd3a_X2         -----------------------------------GTCAGGAGATTGTGTGCTATGAGAG 

EgHd3a_X3         ATCACTATGTCTCATAATTTTATACCTGGGTTCAGGTCAGGAGATTGTGTGCTATGAGAG 

EgHd3a_X1         -----------------------------------GTCAGGAGATTGTGTGCTATGAGAG 

LOC105040685      ATCACTATGTCTCATAATTTTATACCTGGGTTCAGGTCAGGAGATTGTGTGCTATGAGAG 

                                                     ************************* 

 

EgHd3a_X2         TCCACGGCCGGCGCTTGGCATCCACCGGTTCATCTTTGTGCTGTTCCAGCAGCTTGGGCG 

EgHd3a_X3         TCCACGGCCGGCGCTTGGCATCCACCGGTTCATCTTTGTGCTGTTCCAGCAGCTTGGGCG 

EgHd3a_X1         TCCACGGCCGGCGCTTGGCATCCACCGGTTCATCTTTGTGCTGTTCCAGCAGCTTGGGCG 
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LOC105040685      TCCACGGCCGGCGCTTGGCATCCACCGGTTCATCTTTGTGCTGTTCCAGCAGCTTGGGCG 

                  ************************************************************ 

 

EgHd3a_X2         GCAGACAGTGTATGCTCCTGGGTGGCGCCAAAACTTCGACACCCGGGACTTTGCAGAGCT 

EgHd3a_X3         GCAGACAGTGTATGCTCCTGGGTGGCGCCAAAACTTCGACACCCGGGACTTTGCAGAGCT 

EgHd3a_X1         GCAGACAGTGTATGCTCCTGGGTGGCGCCAAAACTTCGACACCCGGGACTTTGCAGAGCT 

LOC105040685      GCAGACAGTGTATGCTCCTGGGTGGCGCCAAAACTTCGACACCCGGGACTTTGCAGAGCT 

                  ************************************************************ 

 

EgHd3a_X2         CTACAACCTCGGATCACCGGTCGCAGCAGTCTATTTTAACTGCCAGAGAGAGTCGGGCTC 

EgHd3a_X3         CTACAACCTCGGATCACCGGTCGCAGCAGTCTATTTTAACTGCCAGAGAGAGTCGGGCTC 

EgHd3a_X1         CTACAACCTCGGATCACCGGTCGCAGCAGTCTATTTTAACTGCCAGAGAGAGTCGGGCTC 

LOC105040685      CTACAACCTCGGATCACCGGTCGCAGCAGTCTATTTTAACTGCCAGAGAGAGTCGGGCTC 

                  ************************************************************ 

 

EgHd3a_X2         CGGCGGGAGAAGGATGCAACCTTAAACTATGGCTGATATGGTGAAATTGGGAGCTAGCTT 

EgHd3a_X3         CGGCGGGAGAAGGATGCAACCTTAAACTATGGCTGATATGGTGAAATTGGGAGCTAGCTT 

EgHd3a_X1         CGGCGGGAGAAGGATGCAACCTTAAACTATGGCTGATATGGTGAAATTGGGAGCTAGCTT 

LOC105040685      CGGCGGGAGAAGGATGCAACCTTAAACTATGGCTGATATGGTGAAATTGGGAGCTAGCTT 

                  ************************************************************ 

 

EgHd3a_X2         GCACATGTGCCACCTCTCCTATTTTCTTGCAACGGGGATTTACATAGCATTACTGGGGAC 

EgHd3a_X3         GCACATGTGCCACCTCTCCTATTTTCTTGCAACGGGGATTTACATAGCATTACTGGGGAC 

EgHd3a_X1         GCACATGTGCCACCTCTCCTATTTTCTTGCAACGGGGATTTACATAGCATTACTGGGGAC 

LOC105040685      GCACATGTGCCACCTCTCCTATTTTCTTGCAACGGGGATTTACATAGCATTACTGGGGAC 

                  ************************************************************ 

 

EgHd3a_X2         TTCACAGTTTCTAAAGAAAAATAATGGCTCCGGCAGTGAAGCTACTAGAAAAGTGGAGAT 

EgHd3a_X3         TTCACAGTTTCTAAAGAAAAATAATGGCTCCGGCAGTGAAGCTACTAGAAAAGTGGAGAT 

EgHd3a_X1         TTCACAGTTTCTAAAGAAAAATAATGGCTCCGGCAGTGAAGCTACTAGAAAAGTGGAGAT 

LOC105040685      TTCACAGTTTCTAAAGAAAAATAATGGCTCCGGCAGTGAAGCTACTAGAAAAGTGGAGAT 

                  ************************************************************ 

 

EgHd3a_X2         AGCCGGACATTGGGGTTTGAGATACTAGCAGATAGCAGTACAAGCTTTGGATTCCATGAA 

EgHd3a_X3         AGCCGGACATTGGGGTTTGAGATACTAGCAGATAGCAGTACAAGCTTTGGATTCCATGAA 

EgHd3a_X1         AGCCGGACATTGGGGTTTGAGATACTAGCAGATAGCAGTACAAGCTTTGGATTCCATGAA 

LOC105040685      AGCCGGACATTGGGGTTTGAGATACTAGCAGATAGCAGTACAAGCTTTGGATTCCATGAA 

                  ************************************************************ 

 

EgHd3a_X2         AAAACTCAAAGATTGAACACATTAGCTACCCTTTTTTTCATGATTGAGATGCATAGCCTG 

EgHd3a_X3         AAAACTCAAAGATTGAACACATTAGCTACCCTTTTTTTCATGATTGAGATGCATAGCCTG 

EgHd3a_X1         AAAACTCAAAGATTGAACACATTAGCTACCCTTTTTTTCATGATTGAGATGCATAGCCTG 

LOC105040685      AAAACTCAAAGATTGAACACATTAGCTACCCTTTTTTTCATGATTGAGATGCATAGCCTG 

                  ************************************************************ 

 

EgHd3a_X2         AGAGGATGCAAAGAATAAAAGAATGTGGTGTAATTATCGAGTAAAATAGAAATTAAAGAG 

EgHd3a_X3         AGAGGATGCAAAGAATAAAAGAATGTGGTGTAATTATCGAGTAAAATAGAAATTAAAGAG 

EgHd3a_X1         AGAGGATGCAAAGAATAAAAGAATGTGGTGTAATTATCGAGTAAAATAGAAATTAAAGAG 

LOC105040685      AGAGGATGCAAAGAATAAAAGAATGTGGTGTAATTATCGAGTAAAATAGAAATTAAAGAG 

                  ************************************************************ 

 

EgHd3a_X2         AGTCGTATATATTTTTTTATAATTAGTGAACTTTTCGGGTA--- 

EgHd3a_X3         AGTCGTATATATTTTTTTATAATTAGTGAACTTTTCGGGTACTC 

EgHd3a_X1         AGTCGTATATATTTTTTTATAATTAGTGAACTTTTCGGGTA--- 

LOC105040685      AGTCGTATATATTTTTTTATAATTAGTGAACTTTTCGGGTACTC 

                  *****************************************    

 

 
 


